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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

M|;|;iivui. w .. ~ i I / ^ ' -f-J- 

Source: 0/ f Z 

Date Processed by STIC: b/ Ti J^OZ - 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENC ER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTAC T ROBERT WAX, 703- 308-4216. 
PATENTIN 2.1 e-mail help: patin2 1 helpfeuspto.gov or phone 703-306-41 19 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3helpfeuspto.gov or phone 703-306-41 19 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE C HECKER 
VE RSION 3.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
ht t jr //w\v».u spt o.gov/\ v e b / o ffi e e s /pac /che c k c r 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom sin mid be aware that there is 

a possibility that the disk CD-Rom may have been affected by treatment given to all incoming mail 

Please consider using alternate methods of submission for the disk CD-Rom or replacement disk CD-Rom. 

Any re ply inc luding a se quenc e list ing in electronic form should NOT be sentjo the\20231 /ip_l ode address tor the 

I 'mted States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses 



1 11 S-Bio ( http://w\vAV.u spto.gov/ebc/efs/do\vnloa(ls/documentsJitni> , EFS Submission 
User Manual ePAVH) 

2 I'.S. Postal Service: U.S. Patent and Trademark Office. Box Sequence, P.O. Box 2327. Ailington, YA 22202 



2t>! 1 South < lark Place. At linear.. YA 2.V"2 

Federal Express, I nited Par cel Ser\ice. or ni her delis try h imu' to: ; - . md i: : i.-maik 



I 
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OIPE 



RAW SEQUENCE LISTING DATE: 06/11/2002 

PATENT APPLICATION: US/0 9/9 6 3 , 3 4 7 A TIME: 16:50:33 



Input Set : A:\DX0903Klseqlstg.txt 
Output Set: N:\CRF3\06112002\I96 3 34 7A.raw 



/ft " 



3 <110* APPLICANT: Bazan, J. Fernando OO0S INjCf IJOfFIOh 

4 de Waal Malefyt, Rene f^~^*--j . "l 



Cornsctori Diskette Weecen 



5 Liu, Yong-Jun 

6 Soumelis, Vassili * 

8 <120- TITLE OF INVENTION: MAMMALIAN CYTOKINES; RELATED REAGENTS AND METHODS 

10 <130> FILE REFERENCE: DX0903K1 

12 <140-- CURRENT APPLICATION NUMBER: US 09/963, 347A 

13 CURRENT FILING DATE: 2001-09-25 

15 <150> PRIOR APPLICATION NUMBER: US 09/399,492 

16 -151 • PRIOR FILING DATE : 1999-09-20 

18 <150> PRIOR APPLICATION NUMBER: US 60/131,298 

19 <151> PRIOR FILING DATE: 1999-04-27 

21 <15()> PRIOR APPLICATION NUMBER: US 60/101,318 

22 <151> PRIOR FILING DATE: 1998-09-21 
24 -::16(.)> NUMBER OF SEQ ID NOS : 9 
26 vl70;> SOFTWARE : Patentln version 3.1 
2H <2 L0> SEQ ID NO: L 

2 9 -:211> LENGTH: 4 68 

3 0 -212- TYPE: DNA 
31 -;2 1 3 - ORGANISM: Homo sapiens 
3 3 -;220> FEATURE: 

3 4 -22 1 NAME/K FY : CDS 
3'i - 222 • LOCATION : ( 20) . . (460) 
3t. ■ 22 3 - OTHER I NFOHMAT I ON : 
V* ■ 220 ■ FEATURE 

40 -22: • NAME/KEY: ma t _pep t i de 

4 I -.222:- LOCATION: (119). ( ) 
42 -:223> OTHER INFORMATION: 

45 -:220:- FEATURE /l^ f /? I 

46 • 2 2 1 - NAME/KEY: m i sc_f eature ' , 

47 <2'A2 • LOCATION; ( 30 1 ) . . (301,)-^ ° - , / . _ . } v , _ x £ v ; ; .; , / '\ k u ^ u 



48 < 223. OTHER I NFORMAT ION / unknown amino , M v " ; ./ / < 

r e . ]fin , CRnHRNOK : i ■- — ' ■■ ■-< 



'it a ct'.i 'Mo ft o -i<'* t ae qae Me aet aae Mjt aae ttt aaq I ■! ^ 



file: C: C 3 Outliold Vm I963347A.htm 



6 1 1 02 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/0 9/96 3 , 34 7A 



DATE: 06/11/2002 
TIME: 16:50:33 



Input Set : A:\DX0 90 3Klseqlstg.txt 
Output Set: N:\CRF3\06I12002\I963 34 7A.raw 

65 lie Lys Ala Ala Tyr Leu Ser Thr lie Ser Lys Asp Leu lie Thr Tyr 

bb 15 20 2 5 

68 atg agt ggg acc aaa agt acc gag ttc aac aac acc gtc tct tgt age 

6') Met Ser Gly Thr Lys Ser Thr Glu Phe Asn Asn Thr Val Ser Cys Ser 
^0 30 3 5 4 0 

V 2 aat egg cca cat tgc ctt act gaa ate cag age eta acc ttc aat ccc 

7 3 Asn Arg Pro His Cys Leu Thr Glu lie Gin Ser Leu Thr Phe Asn Pro 
71 45- 50 55 

w--> 7fi aac cgc ccfn)gtg cqg tcq etc gec aaa gaa atg ttc gec atg aaa act 

77 Asn Arg Arg Val Arg Ser Leu Ala Lys Glu Met Phe Ala Met Lys Thr 

78 60 65 70 

80 aag get gec tta get ate tgg tgc cca ggc tat teg gaa act cag ata 

81 Lys Ala Ala Leu Ala lie Trp Cys Pro Gly Tyr Ser Glu Thr Gin lie 

82 75 80 85 90 

84 aat get act cag gca atg aag aag agg aga aaa agg aaa gtc aca acc 

85 Asn Ala Thr Gin Ala Met Lys Lys Arg Arg Lys Arg Lys Val Thr Thr 

86 95 100 105 

88 aat aaa tgt ctg gaa caa gtg tea caa tta aa 

89 Asn Lys Cys Leu Glu Gin Val Ser Gin Leu 

90 110 115 
9 3 -:210> SEQ ID NO: 2 

9 4 <211> LENGTH: 14 9 



244 



292 



340 



388 



436 



468 



9 5 
9 6 



J 1 2> TYPE: PRT 

:13> ORGANISM: Homo sapiens 



9 8^ 


:220 


> FEATURE : 


























9/* • 


:2 21 


> NAME/KEY: 


misc. 


_f ea ture 
























2> LOCATION: 


(301) . . 


(301) 
















iW 




3> OTHER 


INFORMATION 


: unknown 


amino 














1 0 3 


<~Tu~0 > SEQUENCE : 


























10 5 


Met 


Gly 


Cys 


Pro 


Arg 


Met 


Phe 


Pro 


Phe 


Ala 


Leu 


Leu 


Tyr 


Val 


Leu 


Ser 


lot) 








- 3 0 










-25 










-20 






] 09 
1 .! 0 


Vci 1 


Ser 


Plie 
- 15 


A rq 


Lys 


1 le 


Phe 


1 le 
- 1 0 


Leu 


G 1 n 


Leu 


Va 1 


Gly 

-5 


Leu 


Va 1 


Leu 


i : \ 


Thr 


Ty r 


A s p 


Phe 


Tin 


Asn 


Cys 


A s p 


Phe 


G 1 u 


Lys 


I 1 e 


Lys 


Al. a 


Ala 


Ty r 


1 1 4 


- 1 


1 








5 










10 










15 




Leu 


So r 


Ihr 


J le 


Ser 


Lys 


Asp 


Leu 


I le 


Tin 


I y i 


Met. 


Ser 


Gly 


lht 


Lys 


1 1 8 










20 










2 5 










3 0 




12 1 


Ser 


Thr 


G 1 u 


Phe 
3 5 


Asn 


Asn 


Thr 


Val 


Ser 
40 


Cys 


Ser 


Asn 


Arg 


Pro 
45 


His 


Cys 


1 ■ i r" 


Leu 


Thr 


Gill 


1 le 


G 1 n 


Se r 


Lou 


Thr 


Phe 


Asn 


Pro 


Asn 


A rq 


Arg 


Va 1 


A rq 


1 2 6 






5 0 










5 5 










6 0 








1 '"> n 


S * 1 r 


T o.i 


A 1 a 


T vs 


Glu 


Mer 


Phf- 


A 1 a 


Met 


Lys 


Thr 


I.YS 


Ala 


Ala 


Leu 


Ala 



'C ^ - * 7 _ - - » 



le: O CRF3 Outhold Vsrl%3347A.htm 



t> 1 1 o: 
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RAW SEQUENCE LISTING DATE: 06/11/2002 

PATENT APPLICATION: US/0 9/9 6 3 , 3 4 7A TIME: 16:50:33 

Input Set : A:\DX0903Klseqlstg.txt 
Output Set: N:\CRF3\06112002\I963347A.raw 



14 5 


•:210> SEQ ID NO 


: 3 


























1 4 o 


-: Jll > LENGTH: 480 


























147 


■:21 


2- TYPE: 


DNA 




























14 8 


-;2l3- ORGANISM: 


Homo sapiens 




















150 




0- FEATURE: 




























15 1. 




]> NAME/KEY: 


CDS 


























152 




2> LOCATION: 


(1) 


• ( 477 ) 






















15 3 




3> OTHER 


I NFORMAT I ON 
























15o 




0> FEATURE: 




























157 




1> NAME/KEY: 


mat. 


_peptide 






















158 




2> LOCATION: 


(85) 


• ■ ( ) 






















159 


»■'">' • 


3> OTHER 


INFORMATION 
























162 


-:4 00> SEQUENCE: 


3 


























16 3 


atq 


ttc 


cct 


ttt 


gcc 


tta 


eta 


tat 


gtt 


ctg 


tea 


gtt 


tct 


ttc 


agg 


aaa 


48 


164 


Met. 


Phe 


Pro 


Phe 


Ala 


Leu 


Leu 


Tyr 


Val 


Leu 


Ser 


Val 


Ser 


Phe 


Arq 


Lys 




165 








-25 










-20 










-15 








167 


ate 


ttc 


ate 


tta 


caa 


ctt 


gta 


ggg 


ctg 


gtg 


tta 


act 


tac 


gac 


ttc 


act 


96 


168 


I le 


Phe 


lie 


Leu 


G 1 n 


Leu 


Val 


Gly 


Leu 


Val 


Leu 


Thr 


Tyr 


Asp 


Phe 


Thr 




160 






-10 










-5 








-1 


1 










171 


aac 


tgt 


gac 


ttt 


gag 


aag 


att 


aaa 


gca 


gcc 


tat 


etc 


agt 


act 


att 


tct 


144 


172 


Asn 


Cys 


Asp 


Phe 


Glu 


Lys 


He 


Lys 


Ala 


Ala 


Tyr 


Leu 


Ser 


Thr 


He 


Ser 




17 3 


5 










1 0 










15 










20 




17 5 


aaa 


gac 


ctg 


att 


aea 


tat 


a tg 


agt 


ggg 


acc 


aaa 


agt 


acc 


gag 


ttc 


aac 


192 


17b 


Lys 


Asp 


Leu 


lie 


Thr 


Tyr 


Met 


Ser 


Gly 


Thr 


Lys 


Ser 


Thr 


Glu 


Phe 


Asn 




177 










2 5 










30 










35 






17m 


aac 


acc 


gtc 


tct 


tgt 


a gc 


aat 


egg 


cca 


cat 


tgc 


ctt 


act 


gaa 


ate 


eag 


240 


180 


Asn 


Thr 


Val 


Ser 


Cys 


Ser 


Asn 


Arg 


Pro 


His 


Cys 


Leu 


Thr 


Glu 


He 


Gin 




181 








40 










45 










50 








183 


ciCf C 


eta 


acc 


ttc 


aat 


cec 


acc 


gcc 


ggc 


tgc 


gcg 


teg 


etc 


gcc 


aaa 


gaa 


288 


184 


Sor 


Leu 


Thr 


Phe 


Asn 


Pro 


Thr 


Ala 


Gly 


Cys 


Ala 


Ser 


Leu 


Ala 


Lys 


Glu 




} 8 5 






55 










60 










6 5 










1 8" 


a t cj 


ttc 


gee 


atg 


a a a 


a et 


aag 


get. 


gee 


t ta 


get 


ate 


t qq 


t qc 


eea 


ggc 


3 3 6 


1 HH 
1 8 0 


Mot 


Phe 

7 0 


Ala 


Met 


Lys 


Thr 


Lys 

7 r > 


Ala 


Ala 


Lou 


Ala 


I le 
8 0 


T rp 


Cys 


P ro 


Gly 




lo 1 


t .ci t 


t c g 


g a a 


a et 


eaq 


a t a 


a a t 


get 


act 


eag 


gca 


a tg 


aaq 


a a q 


agg 


aga 




1 o j 


• y 1 


Sei 


Glu 


I hi 


Gin 


1 1 e 


Asn 


A 1 a 


Thr 


G 1 n 


A 1 a 


Me t 




Lys 


A r g 


A rg 




I'M 


8 5 










0 0 










9 5 










100 




1 0 5 


aaa 


agg 


aaa 


gtc 


a e a 


a c c 


aat 


aaa 


tgt 


ctg 


gaa 


eaa 


gtg 


tea 


caa 


tta 


4 32 


1 Of, 


Lys 


Arg 


Lys 


Val 


Thr 


Thr 


Asn 


Lys 


Cys 


Leu 


Glu 


Gin 


Val 


Ser 


G I n 


Leu 




1 0 " 










1 0 5 










110 










1 1 5 






1 0 0 


o a a 


qga 


t tg 


t.gg 


egt 


rqc 


t r c 


aat 


eg a 


cct 


t ta 


et g 


a a a 


caa 


eag 


t a a 


4 80 




Gin 


G 1 y 


Leu 


T rp 


A r g 


A r q 


Phe 


Asn 


Arg 


Pro 


Lou 


Leu 


Lys 


Gin 


G 1 n 







I'll'" Pro Phe A 1 -i I. Mi i.-u ; y I V<i 1 I.i'U Si't VM 1 S.'l Pin' Ami 



lie: C: CRI-3 Outhold VsrI9(S3347A.htm 6 1 I 02 
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RAW SEQUENCE LISTING 

PATENT APPLICATION; US/09/963 f 347A 



DATE: 06/11/2002 
TIME: 16:50:33 



212 
2 1 r > 
2 1 h 

JIM 

220 
2 2 1 
2 2 4 
2 2 7 
2 2 8 
2 .< 1. 
2 3 2 
2 V) 
2 3 6 
2 3 9 
24 0 
2 4 3 
24 4 
24 / 
2 4 H 
2 r - 1 

2 S3 
2S4 
2 5 h 
2 5 ft 
2 50 
2t.2 
2 t, 3 
Jt.h 
2 b V 
2'M) 
2" I 
2" 4 

2"H 

28 2 
2 8 3 
28(. 
2 8 ■ 
2 ( -0 
2 <* 1 



Input Set : A:\DX090 3Klseqlstg.txt 
Output Set: N:\CRF3\06112002\I963347A.raw 

-25 -20 -15 

lie Phe He Leu Gin Leu Val Gly Leu Val Leu Thr Tyr Asp Phe Thr 

-10 .-5 -1 1 

Asn Cys Asp Phe Glu Lys He Lys A La Ala Tyr Leu Ser Thr lie Ser 
5 10 15 20 

Lys Asp Leu He Thr Tyr Met Ser Gly Thr Lys Ser Thr Glu Phe Asn 

25 30 35 

Asn Thr Val Ser Cys Ser Asn Arg Pro His Cys Leu Thr Glu He Gin 

4 0 4 5 5 0 

Ser Leu Thr Phe Asn Pro Thr Ala G Ly Cys Ala Ser Leu Ala Lys Giu 

55 60 65 

Met Phe Ala Met Lys Thr Lys Ala Ala Leu Ala He Trp Cys Pro Gly 

7 0 7 5 8 0 

Tyr Ser Glu Thr Gin He Asn Ala Thr Gin Ala Met Lys Lys Arg Arg 
85 90 95 100 

Lys Arg Lys Val Thr Thr Asn Lys Cys Leu Glu Gin Val Ser Gin Leu 

105 110 115 

Gin Gly Leu Trp Arg Arg Phe Asn Arg Pro Leu Leu Lys Gin Gin 
120 12 5 130 



210 
211 
212 
21 3 
400 




0 1', VAC 



SEQ ID NO: 5 
LENGTH: 176 
TYPE: PRT 
ORGANISM :( ovine 
SEQUENCE : 

■let Phe His Val Ser Phe Arg Tyr lie Phe Gly He P:~o Pro Leu lie 

15 10 15 

Leu Val Leu Leu Pro Val Ala Ser Ser Asp Cys Asp Phe Ser Gly Lys 

2 0 2 5 3 0 

Asp Gly Gly Ala Tyr Gin Asn Val Leu Met Val Ser lie Asp Asp Leu 

3 5 4 0 4 5 

Asp Asn Met lie Asn Phe Asp Ser Asn Cys Leu Asn Asn Glu Pro Asn 

5 0 5 5 b0 

Phe Phe Lys Lys His Ser Cys Asp Asp Asn Lys Glu Ala Ser Phe Leu 
6 5 7 0 I 1 - HO 

Asn Arg Ala Ala Arg Lys Leu Lys G.n Phe Leu Lys Met. Asn He- Ser 

8 5 9 0 f i5 

Asp Asp Phe Lys Leu His Leu Ser Thr Val Ser Gin Gly Thr Leu Thr 

100 10 5 110 

Leu Leu Asn Cys Thr Ser Lys Gly Lys Gly Arg Lys Pro Pro Ser Leu 

1 1 5 120 1 2 5 

Gly Glu Ala Gin Pro Thr Lys Asn Leu Glu Glu Asn Lys Ser Lou Lys 
1 3 0 1 3 5 1 4 0 



! vpe ; ti- 



ile: C: CR\ : ? Outhold YsrI9ro347A.htm 



6 1 1 o: 
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RAW SEQUENCE LISTING DATE: 06/11/2002 

PATENT APPLICATION: US/09/96 3 , 34 7A TIME: 16:50:33 



Input Set : A:\DX0903Klseqlstg.txt 
Output Set: N:\CRF3\06112002\I963 34 7A.raw 



305 


< 2 1 3 


- ORGANISM: 


bovine 






















307 


<4 0 0 


- SEQUENCE: 


6 
























30') 


Mot 


Phe 


His 


Val 


Ser 


Phe 


Arg 


Tvr 


I le 


Phe 


Glv 


lie 


Pro 


Pro 


Leu 


He 


3 10 


I 








5 










10 










15 




3 1. $ 


Lou 


Va 1 


Leu 


Leu 


Pro 


Val 


Ala 


Ser 


Ser 


Asp 


r v s 


Asp 


lie 


Ser 


Glv 


Lys 


3 1 4 








2 0 










2 5 










3 0 






3 L 7 


Asp 


Gly 


Gly 


A La 


Tyr 


Gin 


Asn 


Va 1 


Leu 


Met 


Va 1 


Asn 


I le 


Asp 


Asp 


Le u 


3 1.8 






35 










4 0 










4 5 








3 2 1 


Asp 


Asn 


Met 


lie 


Asn 


Phe 


Asp 


Ser 


Asn 


Cys 


Leu 


Asn 


Asn 


Glu 


Pro 


Asn 


3 2 2 




5 0 










55 










60 










3 2 5 


Phe 


Phe 


Lys 


Lys 


His 


Ser 


Cys 


Asp 


Asp 


Asn 


Lys 


Glu 


Ala 


Ser 


Phe 


Leu 


3 2t» 


6 5 










70 










7 5 










8 0 


3 j U 


A s n 


Arg 


Ala 


Ser 


Arg 


Lys 


Leu 


Arg 


Gin 


Phe 


Leu 


Lys 


Met 


Asn 


He 


Ser 


3 3 U 










85 










90 










9 5 




3 3 3 


Asp 


Asp 


Phe 


Lys 


Leu 


His 


Leu 


Sor 


Thr 


Va 1 


Ser 


Gin 


Gly 


Thr 


Leu 


Thr 


3 3 4 








100 










105 










110 






3 37 


Lou 


Leu 


Asn 


Cys 


Thr 


Ser 


Lys 


Gly 


Lys 


Glv 


Arg 


Lys 


Pro 


Pro 


Ser 


Leu 


3 3 hi 






115 










120 










125 








31 1 


Ser 


Glu 


Ala 


Gin 


Pro 


Thr 


Lys 


Asn 


Leu 


Glu 


Glu 


Asn 


Lys 


Ser 


Ser 


Lys 


3 42 




130 










1 3 5 










140 










3 4 5 


G l.u 


Gin 


Lys 


Lys 


Gin 


Asn 


Asp 


Leu 


O v s 


Phe 


Leu 


Lys 


He 


Leu 


Leu 


Gin 


34 6 


14 5 










150 










15 5 










16 0 


3 4 9 


Lys 


I le 


Lys 


T hr 


Cys 


Trp 


Asn 


Lys 


I le 


Leu 


Arg 


Glv 


He 




Glu 


His 


3 5 0 










165 










170 










17 5 




3 53 


•:210 


> SEQ ID NO 


7 
























3 5 4 


Oil 


> LENGTH: 177 
























3 5 5 


< 2 1 2 


> TYPE: 


PRT 


























3 5 b 


. . j l 3 


> ORGANISM: 


Homo sapiens 


















3 5 9 


-^4 0 0 


> SEQUENCE: 


7 
























3 6 0 


Mot 


Phe 


His 


Val 


Ser 


Phe 


Arg 


Tyr 


lie 


Phe 




Leu 


Pro 


Pro 


Leu 


1 le 


3 h ! 


.] 








5 










1 0 










15 




}f>4 




va 1 


Lou 


Lou 


Pro 


Va 1 


A 1 a 


So r 


So r 


Asp 


Cys 


Asp 


I lo 


G 1 u 


G ] y 


Lys 


^h5 








2 0 










2 5 










3 0 








Asp 


i ; 1 y 


Lys 


Gin 


Ty r 


Glu 


Sor 


Va ! 


I,oi 


Mot 


Va 1 


So r 


I 1 0 


Asp 


Gin 


Lou 


3f> ( * 






3 5 










4 0 










4 5 








3 " 2 


Lou 


Asp 


Sor 


Mo L 


Lys 


G Lu 


I 1 o 


G 1 .. 


Sol 


A s i i 


i : y s 


Lou 


As 11 


A s 1 1 


Glu 


Pho 


3 7 ;< 




5 0 










5 5 










6 0 










3 "'6 


Asn 


Phe 


Phe 


Lys 


Arg 


His 


I le 


Cys 


Asp 


Ala 


Asn 


Lys 


Gl u 


G 1 y 


Met 


Phe 


3 7 " 












70 










75 










80 


3 8 (J 


Lou 


Pho 


Arq 


Ala 


Ala 


Arq 


Lys 


Lou 


A rq 


Gin 


Phe 


Leu 


Lys 


Met 


Asn 


Sor 


*8 1 










85 










90 










9 5 




3 8 4 


Thr 


G 1 y 


Asp 


Phe 


Asp 


Lou 


II 1 s 


Lou 


I ,ou 


Lys 


Va 1 


Ser 


Glu 


Gly 


Thr 


Thr 



tile: (': CRF3 Outhold YsrI%3347A.luni 
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RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/09/963 , 347A 



DATE: 06/11/2002 
TIME: 16:50:34 



Input Set : A:\DX0903Klseqlstg.txt 
Output Set: N:\CRF3\06112002\I963347A.raw 



P lease Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:l; N Pos . 301 



hie: ( : ( Rf ; 3 OutholJ YsrI%3347A.htm 



6 I 1 o: 



